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DNMT3A (NM_022552)
IDH2 (NM_002168)
FLT3 (NM_004119)
ANKRD36 (NM_001164315)
ARID1B (NM_017519)
STAG2 (NM_001042749)
TNRC18 (NM_001080495)
WT1 (NM_000378)
ABCA13 (NM_152701)
CEBPA (NM_004364)
TET2 (NM_001127208)
DNAH10 (NM_207437)
GPSM1 (NM_015597)
ASXL1 (NM_015338)
DNAH1 (NM_015512)
DNAH6 (NM_001370)
FAT1 (NM_005245)
MDN1 (NM_014611)
PTPN11 (NM_002834)
SYNE1 (NM_033071)
ALMS1 (NM_015120)
C10orf68 (NM_024688)
CCDC88C (NM_001080414)
DNAH11 (NM_003777)
DNAH3 (NM_017539)
DNAH9 (NM_001372)
FAT2 (NM_001447)
KIT (NM_000222)
KIT (NM_001093772)
MEGF6 (NM_001409)
MPDZ (NM_001261406)
MUC22 (NM_001198815)
PHRF1 (NM_020901)
TDRD6 (NM_001010870)
USP24 (NM_015306)
ZNF469 (NM_001127464)
AGAP6 (NM_001077665)
CHTF18 (NM_022092)
CSMD1 (NM_033225)
FNDC1 (NM_032532)
HERC2 (NM_004667)
ITGA8 (NM_003638)
JAK2 (NM_004972)
MLL2 (NM_003482)
NRAS (NM_002524)
NUDT17 (NM_001012758)
RREB1 (NM_001003698)
SACS (NM_014363)
SETD2 (NM_014159)
SPTBN5 (NM_016642)
SRRM2 (NM_016333)
THSD7B (NM_001080427)
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Variant Data
Patient ID Chr. Coord. Ref Base Var Base dbSNP129 dbSNP135 dbSNP137 COSMIC A.A. Chng. Gene RefSeq ID
pid-anon 11288816 G T . . "13028, G60V gene-anon trans-anon
pid-anon 11288816 G T . . "13012, D61Y gene-anon trans-anon
pid-anon 11288819 G T . rs121918 13014 A72S gene-anon trans-anon
pid-anon 11288819 C T . . "13035, A72V gene-anon trans-anon
pid-anon 11288821 G C . . "13016, E76Q gene-anon trans-anon
pid-anon 11288821 A G . rs121918 "13017, E76G gene-anon trans-anon
pid-anon 11288821 G T . . . E76D gene-anon trans-anon
pid-anon 11292688 T A . rs121918 "13020, S502T gene-anon trans-anon
pid-anon 11292688 T G . . "13020, S502A gene-anon trans-anon
pid-anon 11292688 C T . . 13023 S502L gene-anon trans-anon

Alternative Transcripts: gene-anon (trans-anon)
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